Suppl. Table S1. Summary of GISH for Mexican hexaploid species S. hougasii (series Demissa, system of Hawkes 1990; or Iopetala Group, system of Spooner et al. (2004)

	
	Species  and accessions used for chromosome preparations
	GISH probe combinations

labeled as 
(DIG + BIO)1
	No. of GISH/ 

No. of slides/

No. of cells2
	GISH results summary

	1
	S. hougasii 

(PI 161174, 161726, 239424, 558402)
	AA + BB

BB + AA
	4/1mei+5 mit/8+21

2/1mei+1mit/9+3
	Color differentiation of approximately two component genomes: one component genome (up to 12 chromosome pairs) has red labeling; another component genome (up to 12 chromosome pairs) has green labeling. The remaining chromosome pairs have an intermediate labeling

	2
	S. hougasii 

(PI 161174, 239424 )
	AA + PP

PP + AA
	5/5mei/79

2/2 mei/17
	No color differentiation of the complete component genomes. Six pairs of chromosomes had an enhanced strong hybridization to the P genome probe 

	3
	S. hougasii 

(PI 161174 )
	AABB + PP

PP + AABB
	2/2 mei/15

2/2 mei/24
	No color differentiation of the component genomes of S. hougasii. Six pairs of chromosomes had an enhanced strong hybridization to the P genome probe

	4
	S. hougasii 

(PI239424, 558402)
	AA + PP 

Block BB


	2/2mei/10

	12 chromosome pairs were color-differentiated as A genome probe, five to six other chromosome pairs showed strong hybridization with the P genome probe


1Progenitor’ genome was labeled by DIG- (DIG-labeled DNA was detected with rhodamine anti-DIG conjugate) or by biotin (=BIO-labeled probes was detected with FITC conjugated avidin).

2No. of GISH/no of slides/no of cells = number of GISH experiments/number of slides analyzed for meiotic (mei) and mitotic (mit) preparations/number of cells analyzed (cells with complete chromosomes numbers have been included in analyses).

Suppl. Table S2. Summary of GISH for hexaploid species S. demissum (series Demissa, system of Hawkes 1990; or Acaulia Group, system of Spooner et al. 2004) 

	
	Species and accessions used for chromosome preparations
	GISH probe combinations labeled as (DIG + BIO)1
	No. of GISH/

No. of slides /

No. of cells2
	GISH results summary

	1
	S. demissum

(PI 545757, 545763, 604049,

275206, 225711)
	AA + BB

BB + AA

BB + AAAaAa
	7/9mei + 4mit/122

6/ 6mei + 3mit/87

1/1mei/10
	No color differentiation.

Color of S. demissum chromosomes in each case is close to the labeling of A genome species S. acaule, S. verrucosum

	2
	S. demissum

(PI 545757, 545763, 275206, 225711)
	AA + PP

PP + AA

AAAaAa + PP

AA + PP

+ Block BB
	7/7mei + 2mit/78

53/5mei/48

1/1mei/17
1/ 2mit/10
	No differentiation.

Color of S. demissum chromosomes in each case is close to the labeling of A-genome species: S. acaule, S. verrucosum 

	3
	S. demissum

(PI 604049)

	BB + PP

+ Block AA

PP + BB +

Block AA
	1/1mit/27

1/1mit /3
	No labeled chromosomes


1The progenitor genome was labeled by DIG- (DIG-labeled DNA was detected with rhodamine anti-DIG conjugate) or by biotin (=BIO-labeled probes was detected with FITC conjugated avidin).

2No. of GISH/No of slides/No of cells = number of GISH experiments/number of slides analyzed for meiotic (mei) and mitotic (mit) preparations/number of cell analyzed (cells with complete chromosomes numbers have been included in analyses). 

Suppl. Table S3. Summary of GISH for South Ameriсan species of series Acaulia - tetraploid species S. acaule and hexaploid species S. albicans (series Acaule, system of Hawkes, 1990; or Acaulia Group, system of Spooner et al. (2004) 
	
	Species and accessions used for chromosome preparations
	GISH probe combinations labeled as

(DIG + BIO)1
	No. of GISH/

No. of slides/

No. of cells2
	GISH results summary

	1
	S. acaule

(PI 473439, 473485, 473486)
	AA + BB


	3/2 mei + 3 mit/79
	No color differentiation; color of S. acaule chromosomes is close to the labeling of S. verrucosum 

	
	
	BB + AA
	2/1 mit + 2 mei/44
	

	2
	S. acaule

(PI 473439, 473486)
	AA + PP

	2/2 mit/25
	No color differentiation; color of S. acaule chromosomes is close to the labeling of S. verrucosum

	
	
	PP + AA

	1/1 mit/11
	

	
	
	PP + AA +

+ block BB
	1/1 mit/19
	

	3
	S. acaule

(PI 473439) 
	BB + PP +

+ block AA
	1/1 mei/4
	No labeled chromosomes 

	4
	S. albicans

(PI 568915, 590888, 230494)
	AA + BB

	2/3 mei/24
	No color differentiation; color of S. albicans chromosomes in each case is close to the labeling of DNA of A-genome species S. verrucosum 

	
	
	BB + AA
	1/2 mei/30
	

	5
	S. albicans

(PI 568915)
	BB + AAAaAa

	1/1 mei/11
	No color differentiation; color of S. albicans chromosomes is close to the labeling of S. acaule

	6
	S. albicans

(PI 568915, 590888, 230494, 365310)
	AA + PP


	3/4 mei + 1 mit/64


	No color differentiation; color of S. albicans chromosomes is close to the labeling of S. verrucosum

	7
	S. albicans

(PI 568915, 365310)
	AAAaAa + PP
	1/2 mei/8
	No color differentiation; color of S. albicans chromosomes is close to the labeling of S. acaule

	8
	S. albicans (PI365310)
	AABB + PP


	1/1 mei/6
	No color differentiation; color of S. albicans chromosomes is close to the labeling of S. stoloniferum


1The progenitor genome was labeled by DIG- (DIG-labeled DNA was detected with rhodamine anti-DIG conjugate) or by biotin (=BIO-labeled probes was detected with FITC conjugated avidin).

2No. of GISH/No of slides/No of cells = number of GISH experiments/number of slides analyzed for meiotic (mei) and mitotic (mit) preparations/number of cell analyzed (cells with complete chromosomes numbers have been included in analyses).
